The 31-gene expression profile test stratities melanoma-specitic survival across histological subtypes in patients with cutaneous
melanoma
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Background Results

>Cutaneous melanoma (CM) histopathological subtypes, although not / Figure 1. The 31-GEP identifies patients at low (Class 1A) and high (Class 2B) risk of mortality regardless of \
part of staging, differ in frequency and prognosis.’
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subtype, are critical for personalized patient care. The 371-gene of s
expression profile identifies patients at low (Class 1A), intermediate - Class 1A(”=3fé12) - Class 1A (n=275)
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YRegistry data from the National Cancer Institute’s Surveillance, © ©
Epidemiology and End Results (SEER) program were linked to data from ; ;
patients with stage I-lll CM clinically tested with the 31-GEP (n=13,560). % %
Survival was estimated using Kap.lan—l\/leier analysis, and differences ‘*é SO_Lentng maligna (n=1,212) ‘*é SO_Subtype not specified (n=6,192)
between gro.ups were compar?d using the log-rank test. 2 Class 1A (n=975) 2 Class 1A (n=4 349)
Table 1. Patient Demographics = Class 1B/2A (n=163) c Class 1B/2A (n=1,052)
Descriptor Combined (n=13,560) O — (Class 2B (n=74) O —— Class 2B (n=791)
Age, median (range) 62 (18-89) % 60 - | | | | p<0.001 % 60 — | | | | p<0.001
AJCC stage fear s = 0 1 2 3 4 5 = 0 1 2 3 4 5
gtage :é 5;57257(%%‘:{;) Time (years) Time (years)
gttjgee A 946?7.0.%)0) 5-year MSS among CM patients with: (A) superticial spreading tumors (1A=99.0%; 1B/2A=93.8%; vs. 2B=86.6%), (B) lentigo maligna melanoma
Stage IIB 578 (4.3%) (TA=98.6%; 1B/2A=94.9%: vs. 2B=87.7%), (C) nodular melanoma (1A=98.5%: 1B/2A=86.4%: vs. 2B=82.3%), and (D) no specitied subtype
Stage IIC 182 (1.3%) P P
Sfa%ee ” 1105 (6.1%) \ (1A=98.4%; 1B/2A=93.8%:; vs. 2B=86.8%). Tumor subtypes that constituted <2% of events did not have sufficient sample size to evaluate.
Not specliafied 2387 (17.6%)
Tumor Subtype I
Supertficial Spreadin 4650 (34.3%) o o ®
Lentigo Maligna 1212 (8.9% Clinical Impact Conclusions
Nodular melanoma 1047 (7.7%) . ,
S o1 e Regardless of tumor subtype, the personalized risk In a large, rea\—vyc?r\d cohort of patients with stage I-ll CM
A 94(0.7%) stratification by the 31-GEP provides significantly greater the 31-GEP stratified MSS among patients with superticial
Blue Melanom 2% : : : : : : ' ’ ' ’
2o lloon Coll Melanor 2(3,01%3 clarity in overall risk, improving patient care treatment plan spre.a.dmg, \en’ugo. maligna, and nodular .rrowe\anoma In
Malignant melanoma, NOS 6192 (45.7%) decisions and, thus, outcomes. addition to those with no tumor subtype specified.
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