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SYNOPSIS

The Dermal Biomarker Patch (DBP) plattorm eFFlcnently captures transcr_‘Ptomes of >/,000 biomarkers from the lesional skin of psoriasis
patlents in sufhicient quantltles for next-generatlon sequencing protocols here was no mgmﬁcant body site variation observed In contrast
to stratum corneum tape strlpplng This platform makes precision medicine in dermatology a reality. |t provides a powertul tool for
doctors, researchers, and patients to better understand the skin.

OBJECTIVE RESULTS
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were collected from research sites (N=15) under an IRB-approved protocol. e Lo e
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Once received, next generation sequencing (NGS) was performed according concentration was determined to be 2-5 ng of amplified
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FIGURE 1. Dermal Biomarker Patch workflow. MDayli MDay2 [ Day3 Day4 M Day5 1 day to 10+ days. A total of 94.7% of the
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BMpay6 MDay7 HMDay8 MDay9 M Day10+ 20% gene detection.

CONCLUSION

The Mindera Health Dermal Biomarker Patch platform has been proven to
reliably extract the skin transcriptome In a minimally Invasive manner.

FIGURE 2.A) Graphical depiction of

DBP micro-projections. These projections Success In psoriasis patients includes:
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